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» =8 Medjterraneibacter butyricigenes sp. nov., KGMB01110T (= KCTC
156847 = CCUG 728307

p === Mediterraneibacter butyricigenes sp. nov., a butyrate-producing
bacterium isolated from human faeces

> X SFYYBAAREY, A (F)

> rRNA: LC423447

» =3 Nibricoccus aguaticus gen. nov., sp. nov. HZ-65T (KACC
19333T NBRC 1129077)

» == Nibricoccus aquaticus gen. nov., sp. nov., a new genus of the
family Opitutaceae isolated from hyporheic freshwater

» =X: QISIH, =B & ==(hyporheic freshwater)

» Genome: CP023344

» S8 - Zhongshania marina sp. nov., DSW25-107 (=KCCM 432737=JCM
73727
» =1&: Zhongshania marina sp. nov., isolated from deep-sea water.

> =X SO, ol

» rRNA: HQ263243

—
~

» St Marinobacterium boryeongense sp. nov. DMHB-2T (=KACC
192 5T=JCM 319027)

» =& Marinobacterium boryeongense sp. nov., isolated from seawater
b SH: AIUB I A, o

» rRNA: KX832989

» =& Favobacterium hydrophilum sp. nov./ Flavobacterium
cheonqpveonqense sp. nov., (IMCC34759T=KACC 19592T=NBRC 113424)
» =& Flavobacterium hydrophilum sp. nov. and Flavobacterium
cheongpyeongense sp. nov., isolated from freshwater

» =X Qlstoyf, B

» rRNA: MG456810 / MG456811
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» 2. Sphingobium pinisok sp. nov. ASA28T (= KACC 187007 = NBRC

112246T)
P ==: Sphingobium pinisoli sp. nov., isolated from the rhizosphere soil

of a Korean native pine tree
b EX: S, F(AaLHR #a))

» rRNA: LC102481

» =3 Sphingobium aromaticivastans sp. nov. UCM-25T (=KACC
19288T =DSM 1051817)

» =&: Sphingobium aromaticivastans sp. nov., a novel aniline- and
benzene-degrading, and antimicrobial compound producing bacterium
» =N 47|ty &

» rRNA: KU052683

» St Lutibaculum pontilimi sp. nov., GH1-34T (=KCTC 52847T=NBRC

=

1132777)
p =1 Lutibaculum pontilimi sp. nov., isolated from a tidal mudflat and

emended description of the genus Lutibaculum.
» =X XN, HEH
» rRNA: LT797157

> i : Bacillus subtilis-infecting phage BSP38

» ==: Complete nucleotide sequence analysis of a novel Bacillus
subtilis-infecting phage, BSP38, possibly belonging to a new genus in the
subfamily Spounavirinae

P =N MEL, 2=

» SHH: Nevskia lacus sp. nov., Seoho-38T (= KCTC 522217 = JCM
T

31888
» =+t Nevskia lacus sp. nov., a gammaproteobacterium isolated from a

—

eutrophic lake
p =X ot FSSAUTLR, 2Lt =

» rRNA: KY363640

—
~
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» 28 Gambierdiscus jejuensis sp. nov.,

» === Gambierdiscus jejuensis sp. nov., an epiphytic dinoflagellate from
the waters of Jeju Island, Korea, effect of temperature on the growth, and
its global distribution

> =X MM, HF ()

» St Leucothrix arctica sp. Nov IMCC9719T (=KACC 18010"=NBRC
1103827).

P ==: Leucothrix arctica sp. nov,, isolated from Arctic seawater
> EH: FUHSYYSTAT, 23 o

» rRNA: KJ160496

» St Martelella caricis sp. nov., GH2-8T (=KACC 194027=KCCM
90275T KCTC 62126"=NBRC 1132137)

p = Martelella caricis sp. nov., isolated from a rhizosphere mudflat
2 %H: MNZ=CH, 4

» rRNA: MG650291
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A€ (Genbank)

Complete Genome:
KR231959 (2| 13)

Complete Genome:
MH828297 to MH8

2 4 sMES T8 52 =M Fo 3
=& (Taxonomy) =5
Cucurbit aphid- Complete Genome Sequences and

borne yellows
VIrus

H1N1 Swine
Influenza Virus

28304

Complete
Genome: BL1-
CP025266

Complete genome :

MG479124 (=9l &
)

Draft Genome:
NQYJ00000000

Draft
Genome: PPPDO000O

Evolutionary Analysis of Cucurbit aphid-
borne yellows viruslsolates from Melon
in Korea

Complete Genome Sequence of HIN1 Swine
Influenza Virus from Pigs in the Republic
of Korea in 2016

Acinetobacter Genomic Analysis of

baumannii BL1 / Consecutive Acinetobacter baumannii Strains

BL2-BL24 From a Single Patient

Klebsiella phages ~ Complete genome sequence of a novel

PBKPO5 bacteriophage, PBKPOQ5, infecting Klebsiella
pneumoniae

Candidatus Draft Genome Sequence of "Candidatus

[zimaplasma sp. lzimaplasma sp." Strain ZiA1, Obtained from

Strain ZiA1 a Toluene-Degrading and Iron-Reducing
Enrichment Culture

Deinococcus Draft Genome Sequence of Deinococcus

koreensis SJW1-2T

00000

Complete Genome:
CP027856.

Draft
Genome: QYYGOO
000000

Complete Genome :

CP029608

koreensis SJIW1-2T a Gamma Radiation-
Resistant Bacterium Isolated from River
Water.

Aeromonas Complete Genome Sequence of Aeromonas
nvipollensis KN- rivipollensis KN-Mc-11N1, Isolated from a
Mc-11N1 Wild Nutria (Myocastor coypus) in
South Korea
Serratia sp Draft Genome Sequence of a
Novel Serratia sp. Strain with Antifungal
Activity
Pseudomonas Complete Genome Sequence of the Soil

kribbensis Strain
46-27

Bacterium Pseudomonas kribbensis Strain
46-2T
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XM € (Genbank)

SRA accession
number SRR796747
4

Draft
Genome: PYIV0000

=& (Taxonomy)

Bacillus cereus

EN F2 5%

=
[==

Ho

Complete Genome Sequence of the

PgBE311 Endophytic Bacterium Bacillus cereus
PgBE311, Isolated from Panax ginseng.
Hymenoscyphus Draft Genome Sequence of the Aquatic

tetracladius Strai

0000

Complete Genome:
CP029615

Complete Genome:
CP032310

Complete Genome:
CP029613

Genome:
QVLQO0000000

Complete Genome:
CP029614

Whole-Genome:
CP029616

Complete Genome:
CP015338 for the
chromosome, CP0O15
339 for plasmid

1, CP015340for
plasmid 2,

and CP015341

n NNIBRFG329

Lactobacillus
reuteri SKKU-
OGDONS-01

Bacillus subtilis

Funqus Hymenoscyphus tetracladius Strain
NNIBRFG329

Complete Genome Sequence of Lactobacillus
reuteri SKKU-OGDONS-01, Isolated from a
Chicken's Small Intestine

Complete Genome Sequence of Bacillus

Strain WB80ON

Lactobacillus
reuteri Byun-re-
01

Acidomyces
richmondensis FR

subtilis Strain WB80O0ON, an Extracellular
Protease-Deficient Derivative of Strain 168

Complete Genome Sequence of Lactobacillus
reuteri Byun-re-01, Isolated from Mouse
Small Intestine

Genome Sequence of the Extremely
Acidophilic Fungus Acidomyces

IK2901

Lactobacillus

johnsonii Strain
Byun-jo-01

Lactobacillus
salivarius DJ)-sa-

richmondensis FRIK2901

Complete Genome Sequence of Lactobacillus
johnsonii Strain Byun-jo-01, Isolated from
the Murine Gastrointestinal Tract.

Whole-Genome Sequence of Lactobacillus
salivarius DJ-sa-01, Isolated from Chicken

01

Lactobacillus
brevis Strain
100D8

Small Intestine

Complete Genome Sequence of Lanthionine-
Producing Lactobacillus brevis Strain 100D8,
Generated by PacBio Sequencing
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A€ (Genbank) =& (Taxonomy) ==

Complete Chryseobacterium Complete Genome Sequence of the

Genome; /ndologenes Endophytic Bacterium Chryseobacterium

SRR7691104 PgBE177 indologenes PgBE177, Isolated from Panax
quinquefolius

Complete Marinobacterium Complete Genome

Genome; aestuarif ST58-10T7 Sequence of Marinobacterium

CP015839 aestuari/ ST58-107, a Benzene-Degrading
Bacterium Isolated from Estuarine Sediment

Genome: Bacillus Genome Seqguence of the Probiotic Strain

QOHQO00000000  velezensis Variant Bacillus velezensis Variant polyfermenticus

polyfermenticus
GF423

GF423
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Sequencing Technology on PubMed
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Immunotherapy on PubMed
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=@ |mmune checkpoint inhibitors =@=—Monoclonal Antibody Therapeutics
=0==CAR-T Cell therapy == Bispecific Monoclonal Antibody
=@ Conjugated Monoclonal Antibody
Immune checkpoint inhibitors
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Immunoassay Market (ZX]:
Transparency Market Research)

28.61 B$
%67’
16.64 B$
20174 20264

Clinical Trial Supplies Market
(ZX: Clinical Trials Market)

1.5789 B$
Q\
c,V(’
1.0404 B$
20174 20234

Human Microbiome (EX:
Stratistics MRQ)

oo 052123 BS

m"g
f I
™

0.2358 B$

20184 20224

Parkinson'’s Disease (ZX:
GlobalData)

8.8 B$

20164 20264
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=®=Penicillin  ==@=Rifampicin

0Ok

FEN|
350

304
300
250
200
150

100

50

2014

9 SR KB

264
128
88 I
0

2015

o o

20164

B Antibiotic resistance
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DeepCoil - a fast and accurate prediction of coiled-coil domains in

protein sequences

https://toolkit.tuebingen.mpg.de/#/tools/deepcoil

miRNAmotif-A Tool for the Prediction of Pre-miRNA Protein
Interactions

http://mirnamotif.ibch.poznan.pl/

PPIExp: a web-based platform for integration and visualization of
protein-protein interaction data and spatiotemporal proteomics
data

http://www.fgvis.com/expressvis/PPIExp

iDEP: an integrated web application for differential expression and

pathway analysis of RNA-Seq data.

http://bioinformatics.sdstate.edu/idep/

GlyConnect: glycoproteomics goes visual, interactive and
analytical.

https://glyconnect.expasy.org/
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MoMo: Discovery of statistically significant post-translational
modification motifs

http://meme-suite.org/

Hepatitis C Virus Database and Bioinformatics Analysis Tools in
the Virus Pathogen Resource (ViPR)

https://www.viprbrc.org/brc/home.spg?decorator=flavi hcv

Hot spot prediction in protein-protein interactions by an
ensemble system.

http://deeplearner.ahu.edu.cn/web/HotspotEL.htm

0000000 S0

0000000 S0

RepEx: A web server to extract sequence repeats from protein and
DNA sequences.

http://bioserver2.physics.iisc.ac.in/RepEx/query.html

CRINncRNA: a manually curated database of cancer-related long

’

@ s non-coding RNAs with experimental proof of functions on

AW st . . .
£\ clinicopathological and molecular features.

http://crinc.xtbg.ac.cn/
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= ": e VarQ: A Tool for the Structural and Functional Analysis of Human
.= = | Protein Variants
\"—’-Fow)( “
- http://varg.gb.fcen.uba.ar/
i mutfunc . . c .
e A resource of variant effect predictions of single nucleotide

consequences of mutations

variants in model organisms

http://www.mutfunc.com/

NBDC RDF portal: a comprehensive repository for semantic data
in life sciences

https://integbio.jp/rdf/

GWASpro: A High-Performance Genome-Wide Association
Analysis Server.

https://bioinfo.noble.org/GWASPRO/

SEDA

Bioinformatics Protocols for Quickly Obtaining Large-Scale Data
oS s | Sets for Phylogenetic Inferences

containing DNA and protein sequences.

http://www.sing-group.org/seda/index.html
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O =E=sS0 dots == MO 2901 7S 2o 7[8F OFEA. . Nature Genetics

[0 SYM= S0l 2t e CHAEZ detolat ZAO|M QA 7|5 0% ....Current Bioinformatics
...... =2HE7

O 212 2 0f(Euprymna scolopes) X|&= A7 S &3l 15 HE0| 8ot A4 M1 20| =
Z5t7] {8l & 7| (Symbiotic organs)=0| HE A Tzt = X[ E 816.......PNAS

OAMHo = FXIE Ot7| X5 74 Z=HE BabySeq ProjectE &0l CHFot A at &
0.....American Journal of Human Genetics
...... =47

O Xs AlAAD 2Mo 2 ZX| ZO0HX|0|AM &2 R0} Journal of Microbiology
...... =27

O A 7|L[T] d(guinea pig)= 2tE0| M-S0t sH= o TH U & HatS

Ofm
O
Hot
A
<2
a2

O MZEL] MXo| SES AT = U= o4 Tl at=04......Nature Chemical Biology

...... e
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Microbiomes

O &L O =0| Interleukin-22 242 ZHES D L NS 2| 27 (microbial dysbiosis)= 2}
71215 & MO M EZAHA FEXE Rdh7 =2 AX|SH Retinoic Acid 2442 BFOt......Immunity

73

O 24 0| S0 olsi Z2|Lt MFE Fas TS0 Tl CHAMM|, Urolithin AZt Nrf2 =5 &5l
HEZ2 AotA7] HEE HESto 21t......Nature Communications
7

...... =2

O MZ& 7|%&, Window-based single nucleotide similarity (WSS)2 A28l =1} Z2 H3l=
°._|5H HIMS= 2L O|ME #E59| HstE XASH A1t Human Microbiome Journal

...... =57

O ZUW O]-= (gut microbiome)O] H|A = @HE S0 oo &stE 54 H[A =4 (acute
arsenic tOX|C|tv)° OOt . AEF &0 A= O 8=2 o[AlEr2 B4 O A(germ- free As3mt- KO)7P

HA S0 MESMK| O XL O|H=E E%El oHE Mt E7 O]
Ol EQ(O|E 220 o|&A ) 8}....Nature Communications

0| 2 FaecalibacteriumO| X8t &

0 EERS: A7 AZo| gt 0|01 ALY OJME  The Gut Microbiome & Digestive Health - A
New Frontier.....Clinical Gastroenterology and Hepatology

...... =2H7

[] OCH ofUME oM BFA =l O|4Z, Streptomyces sp. myrophorea?} MRSAS ZE$t SHAMK| X
otd 7 67050l 4710 RJ_f 20 ... .Frontiers in Microbiology

...... =2H7

Stem Cells

O EH-I-:rLSZf CHES S 7t7 AtEof T HoM |5 Ots E7\MZEo| S £ ot THH S Hjw 24
of 27| 52 LAFHO|A K Qf 2t =l Mot 8BS Nature Neuroscience
...... |_T'__E7

O 2 219| Z7| M X (perivascular stem cells)O|A] WISP-1 signalingS =0| ™ i M0 = &0
=l 4= 9l0].... Scientific Reports

O DM SB35t M O| B X Ol A= 7| M 27t BFSO{X|= O| 72| StLEZ Notch-Jagged signaling©]
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Gene & Protein Function

[0 Neurofibromatosis type 1 (Nf1) #HO|E Z}X|™ Xt iCE o= =™ £H (sleep fragmentation)
ol *'5H7(1 ...... Journal of Sleep Research

[] Cardiac cytoskeletal remodeling 27 0| EHEHE! gelsolin (actin filament severing and capping

protein)2| e FI717t T8 YO Z ZE5IE=0| gelsolin FHEM A S AKX st PIP3E PHE & SHA
R_/.\_ PIB»KO(E SHESIAI7|H MEESIES = 4+ QIZ X|&.....Nature Communications

008 HHOo|7t 24, bipolar disorder (BD) 2 oS = = U0... T2 2[H HA(risk
Iocus SYNE1)01|A1 H 0|7} CPG2 Btsdu} CHel A 7|%01| sk 0|A.....Molecular Psychiatry

O ZoM =8 S22 MAHSH [ o] HEAMEE 2Hd3tA 7= XL TREM2 0|7 2 X510| 0
HrM Q1SS =0]... Nature Neuroscience

...... == H7

[0 AtEH} OFR A HEX| (amygdala) 20N FMA HHEIE 242 S5 ™AL PACIR
O|7} Xt BHALO| Atz|d AE M #HQJYS =5 QUCH=E A2 8IS, Autism Research.

] =3}0] 2t 01||:|X| QO Z A= nlcotlnamlde mononucleotide (NMN)7t ZHE =0 =&

[ RNA R 24, ADARIS| 7|5 AAR[S}H RS IRIKO| T3t ZUNZO| X3S T

o= Ao Nature

(] Integrin CD11b2 SHAISIA|7| B ZOb0j| T3t MAHDICS ZH3IA|Z £ Qo] HMAK oz L
integrin CD11b0| E=M X (myeloid cells)E 28 %19 #0|L} HO|{AE EH= M1 macrophage
£ =210 0f SHX| Tt ZSAMES0| CD11bE AKX SAAMZO| HE HMO|E 5= M2
macrophaqe7f t=0{A.....Nature Communications

O S l} OhZI&SA AHHE O'E 0*317& CrEH X PARLO| M ZEAE (necrosis)Ofl 2HA| OO E
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Gene & Protein Function

O M2 E 0 AME Ao B2 Hok2 7| X|= F XL APOLT B0] ......New England Journal of
Medicine
...... =2HE7

[ Invariant natural killer T (iNKT)7t CtE AN Z 0| H|S) CtAot s3HZ 7HA 4~ A= A2 ERY
M AEHA MA 7|58 St= CHHEAL |RE1a0| A AHOL......Nature Communications

O 8 sE7F X3 Hol= Aot At AlS0] SHA0 M8 = QUA MHEE= & 5 XX
HKT12| i3} 8. .Proceedings of the National Academy of Sciences

...... e

[ T Follicular Helper Type 2 M= £35S AX|5}= ETS12| HO|2 M7|&= Ap7fHY RSt 22 A
(Systemic Lupus Erythematosus......Immunity

...... e

[ Nischarin 'H0|E 7t%l 274 OpRADHO| S L} H|PF & =0....... International Journal of

Obesity
...... ==H7

Structural Biology

] ™At 40| H 2 2 metaphase chromosomesS &S £E0| X (interdigitated multilayer
structure) 5151 ... EMBO Journal

...... =EE7

O E22|=2EE 59 Chao] p2X £EJ0| E[lld LfFetof OjX|& 7] MZHE| 7]HS MA

EEZE g H B[ | Hota pEs| A FHEE(SCA3)I Foxo M EEOE IS X|= MM X
=]

(coiled-coil structure) THZ Soli MA=7| Zet(dendrite defects)} 25 O|&F B15....... PNAS

0 Ma* (Methylobacterium extorquens)O| ZtE = EHEHE! | anmodulin Z&0| 250 £ 4N
H 5|7 =%, lanthanidesOl| 2 2=0| OJE A & ZostE X|E AKX OE ... Biochemistry

...... =27
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Healthcare & Health Science

O 2Z|Liet A7 IZA7] oMo 22 E|H M 2E A (knee osteoarthritis) =0 S22 X| 27} %]
M 4= 0]....Menopause: The Journal of the North American Menopause Society

7| O 8= #F (respiratory microbiome)0] 2t QIE A0 & ZIHE =& Q0 OfL|™
I 2 Mot 2 7HE =2 Q0. PLOS ONE

O &7t OtC|7F 2O 20HH S5 SREHS O +J3f|Htof

...... =87

O QIZ0f that HIgH S OIR} CHE 25 9

CHM R X|& (HRT)E 2H2 {42 ST (blood clots) 24 2/ =
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[0 EPAECH LPC-EPAZ} =[O A EPA / DHA Y2 BO| B7FA[F.....Journal of Lipid Research

0O 524 §4t (Recurrent miscarriage)O| Hi 2 At ‘Xt DNA EX| & =7t . HA CHE 9t
Hl SHS [ HiRXt MK} DNA £=410] B0t Clinical Chemistry
...... =7

O H&7]0| X|E£HOl 27 SO{HCHH FerS 243l Htof... . Menopause

0 32|A00A 0|20 HEECE SHAHZE(LDL) X7t 20% #=0t...... Atherosclerosis
...... =7

O 2 A MASEKO A HIEFRI D M3 7t O] X|& oS X Al.....Endocrine, Metabolic & Immune
Disorders - Drug Targets
oWy

...... L L

O AZCILE FA HEfE A|FXE AFSH st 7150] X MatEl ZH Qluteing g MF S =
O...... Food Chemistry
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New Technology or Resources

O Qa0 =85 = Ho|OtH FAM9 et £ 0|+ 7|5, TAC-seq 7% ......Genomic
Medicine

...... =g

[0 ZA0|L} F7|Lfo| Tt MEZE WE1 #17 Z2atA st = Ql= 7|, plate-based scATAC-
seq 7N&t......Nature Communications

|23 human cytomegalovirus (CMV)E oA AEgh o= U= i Jj
Immunology

e
19
re
olo
ujo
o

Ol...JCl Insight

=F2H7

O OJA| EctAE AXE FHSH D Mt Qs dhE 718 | Trends in Analytical Chemistry
...... =27

O AN ZHME SHEX] QIUE Z2|AEO|E A EO| Mot #H SHX SHAEE =Y
SN 7= M2 8 (transcription factor decoy strategy)E /|22 A7 88 532! 7|
ur

[ Cis &= 2 (macroalgae) A Refst Et45lES DM, Haloferax mediterraneiS 0|-& 3}
polyhydroxyalkanoates (PHAs) Bt=7]|.....Bioresource Technology
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Mechanism Discovery & Logics
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Mechanism Discovery & Logics
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